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Currently special foods with enhanced bioavailability of components are of great interest. These foods allow compensating for the deficiency of important nutrients: proteins, fibers, vitamins, etc. [1, 2]. Special nutrition products based on low molecular weight polymers or monomers are widely used. For example, now oligopeptides and free amino acids are demanded in foods. It is necessary to use methods of qualitative and quantitative determination of the mixture components to optimise the compound of foods and to create balanced products [3]. The classic colorimetric method of Lowry, Bradford, ninhydrin reaction is used to determine the amount of proteins [4]. Reversed-phase high performance liquid chromatography in gradient elution mode is a promising method for the determination of free amino acids and polypeptides with low molecular weight [3].
The aims of this work are development of the method for the qualitative and quantitative chromatographic determination of amino acids and its adaptation for products analysis of proteinaceous plant materials processing.
The methodology of separation and measurement of the amount of 17 derivatives of proteinogenic amino acids - phenylthiocarbomoyl derivatives of amino acids - was optimized and proven. The developed methodology was adapted for the qualitative and quantitative determination of amino acids in the composition of acid hydrolysates of individual proteins, their mixtures and real proteinaceous raw materials. Kinetic curves and the hydrolysis yield were established using the graduation graph obtained on model solutions of amino acids.
The use of amino acid analysis made it possible to obtain data of proteins acid hydrolysis kinetics. In the future this methodology of analysis will adapt to the study of enzymatic hydrolysis of individual proteins and processing products of plant raw materials.
The research was funded within the state assignment to ISSCM SB RAS (project No. FWUS-2021-0005).
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